SEQUENCE LISTING 
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s 



25 30 35 

gcg gcg gcg cct gca ggg acc act age age cgc gtg ctg agg gga ggt 320 
Ala Ala Ala Pro Ala Gly Thr Thr Ser Ser Arg Val Leu Arg Gly Gly 
40 45 50 

egg gac cga ggc egg gee get gcg gee gee gee gee gca get gtg tec 368 
Arg Asp Arg Gly Arg Ala Ala Ala Ala Ala Ala Ala Ala Ala Val Ser 
55 60 65 

cgc egg agg aag gee gag tat ccc cgc egg egg agg age age ccc age 416 
Arg Arg Arg Lys Ala Glu Tyr Pro Arg Arg Arg Arg Ser Ser Pro Ser 
70 75 80 85 

gee agg cct ccc gac gtc ccc ggg cag cag ccc cag gee gcg aag tec 4 64 

Ala Arg Pro Pro Asp Val Pro Gly Gin Gin Pro Gin Ala Ala Lys Ser 
90 95 100 

ccg tct cca gtt cag ggc aag aag agt ccg cga etc eta tgc ata gaa 512 
Pro Ser Pro Val Gin Gly Lys Lys Ser Pro Arg Leu Leu Cys lie Glu 
105 110 115 

aaa gta aca act gat aaa gat ccc aag gaa gaa aaa gag gaa gaa gac 560 
Lys Val Thr Thr Asp Lys Asp Pro Lys Glu Glu Lys Glu Glu Glu Asp 
120 125 130 

gat tct gee etc cct cag gaa gtt tec att get gca tct aga cct age 608 
Asp Ser Ala Leu Pro Gin Glu Val Ser lie Ala Ala Ser Arg Pro Ser 
135 140 145 

c 99 99 c fc 99 c 9t a 9 fc a 9 fc a 99 aca tct 9 tfc tct C 9 C cat c 9t 9 a t aca 656 
Arg Gly Trp Arg Ser Ser Arg Thr Ser Val Ser Arg His Arg Asp Thr 
150 155 160 165 

gag aac acc cga age tct egg tec aag acc ggt tea ttg cag etc att 704 
Glu Asn Thr Arg Ser Ser Arg Ser Lys Thr Gly Ser Leu Gin Leu lie 
170 175 180 

tgc aag tea gaa cca aat aca gac caa ctt gat tat gat gtt gga gaa 752 
Cys Lys Ser Glu Pro Asn Thr Asp Gin Leu Asp Tyr Asp Val Gly Glu 
185 190 195 

gag cat cag tct cca ggt ggc att agt ggt gaa gag gaa gag gag gag 800 
Glu His Gin Ser Pro Gly Gly lie Ser Gly Glu Glu Glu Glu Glu Glu 
200 205 210 

gaa gaa gag atg tta ate agt gaa gag gag ata cca ttc aaa gat gat 848 
Glu Glu Glu Met Leu lie Ser Glu Glu Glu lie Pro Phe Lys Asp Asp 
215 220 225 

cca aga gat gag acc tac aaa ccc cac tta gaa agg gaa acc cca aag 896 
Pro Arg Asp Glu Thr Tyr Lys Pro His Leu Glu Arg Glu Thr Pro Lys 
230 235 240 245 

cca egg aga aaa tea ggg aag gta aaa gaa gag aag gag aag aag gaa 944 
Pro Arg Arg Lys Ser Gly Lys Val Lys Glu Glu Lys Glu Lys Lys Glu 
250 255 260 



att aaa gtg gaa gta gag gtg gag gtg aaa gaa gag gag aat gaa att 992 

He Lys Val Glu Val Glu Val Glu Val Lys Glu Glu Glu Asn Glu He 

265 270 275 

aga gag gat gag gaa cct cca agg aag aga gga aga aga cga aaa gat 1040 

Arg Glu Asp Glu Glu Pro Pro Arg Lys Arg Gly Arg Arg Arg Lys Asp 

280 285 290 

gac aaa agt cca cgt tta ccc aaa agg aga aaa aag cct cca ate cag 1088 

Asp Lys Ser Pro Arg Leu Pro Lys Arg Arg Lys Lys Pro Pro He Gin 

295 300 305 

tat gtc cgt tgt gag atg gaa gga tgt gga act gtc ctt gec cat cct 1136 

Tyr Val Arg Cys Glu Met Glu Gly Cys Gly Thr Val Leu Ala His Pro 

310 315 320 325 

H J cgc tat ttg cag cac cac att aaa tac cag cat ttg ctg aag aag aaa 1184 

£3 Arg Tyr Leu Gin His His He Lys Tyr Gin His Leu Leu Lys Lys Lys 

Q 330 335 340 

m 

%j tat gta tgt ccc cat ccc tec tgt gga cga etc ttc agg ctt cag aag 12 32 

V! Tyr Val Cys Pro His Pro Ser Cys Gly Arg Leu Phe Arg Leu Gin Lys 

P 345 350 355 

caa ctt ctg cga cat gec aaa cat cat aca gat caa agg gat tat ate 1280 

Gin Leu Leu Arg His Ala Lys His His Thr Asp Gin Arg Asp Tyr He 

360 365 370 



2 

D 
fjj 

O tgt gaa tat tgt get egg gee ttc aag agt tec cac aat ctg gca gtg 1328 

£y Cys Glu Tyr Cys Ala Arg Ala Phe Lys Ser Ser His Asn Leu Ala Val 

Q 375 380 385 

fy 

cac egg atg att cac act ggc gag aag cca tta caa tgt gag ate tgt 1376 

His Arg Met He His Thr Gly Glu Lys Pro Leu Gin Cys Glu He Cys 

390 395 400 405 

gga ttt act tgt cga caa aag gca tct ctt aat tgg cac atg aag aaa 1424 

Gly Phe Thr Cys Arg Gin Lys Ala Ser Leu Asn Trp His Met Lys Lys 
410 415 420 

cat gat gca gac tec ttc tac cag ttt tct tgc aat ate tgt ggc aaa 1472 

His Asp Ala Asp Ser Phe Tyr Gin Phe Ser Cys Asn He Cys Gly Lys 
425 430 435 

aaa ttt gag aag aag gac age gta gtg gca cac aag gca aaa age cac 1520 

Lys Phe Glu Lys Lys Asp Ser Val Val Ala His Lys Ala Lys Ser His 
440 445 450 

cct gag gtg ctg att gca gaa get ctg get gec aat gca ggc gee etc 1568 

Pro Glu Val Leu He Ala Glu Ala Leu Ala Ala Asn Ala Gly Ala Leu 
455 460 465 

ate acc age aca gat ate ttg ggc act aac cca gag tec ctg acg cag 1616 

He Thr Ser Thr Asp He Leu Gly Thr Asn Pro Glu Ser Leu Thr Gin 

470 475 480 485 

cct tea gat ggt cag ggt ctt cct ctt ctt cct gag ccc ttg gga aac 1664 

Pro Ser Asp Gly Gin Gly Leu Pro Leu Leu Pro Glu Pro Leu Gly Asn 



-3- 



490 



495 



500 



tea acc tct gga gag tgc eta ctg tta gaa get gaa ggg atg tea aag 
Ser Thr Ser Gly Glu Cys Leu Leu Leu Glu Ala Glu Gly Met Ser Lys 
505 510 515 



1712 



tea tac tgc agt ggg acg gaa egg gtg age ctg atg get gat ggg aag 
Ser Tyr Cys Ser Gly Thr Glu Arg Val Ser Leu Met Ala Asp Gly Lys 
520 525 530 



1760 



ate ttt gtg gga age ggc age agt gga ggc act gaa ggg ctg gtt atg 
lie Phe Val Gly Ser Gly Ser Ser Gly Gly Thr Glu Gly Leu Val Met 
535 540 545 



1808 



aac tea gat ata etc ggt get acc aca gag gtt ctg att gaa gat tea 
Asn Ser Asp lie Leu Gly Ala Thr Thr Glu Val Leu lie Glu Asp Ser 
550 555 560 565 



1856 



m 

s s 

a 



gac tct gec gga cct tagtggacag gaagacttgg ggcatgggac agctcagact 
Asp Ser Ala Gly Pro 
570 

ttgtatttaa aagttaaaaa ggacaaaaaa aaaaaaaaaa aa 

<210> 2 

<211> 3103 

<212> DNA 

<213> Homo sapiens 



1911 



1953 



m 



<220> 
<221> CDS 
<222> (288) 



(1565) 



<400> 2 

geacgagegg 

cccccgatcc 

gcgcatgcca 

tgctgtcgcc 

cgctccttag 



agagccgcgc agggegeggg ccgcgcgggg tggggcagee ggagegcagg 6 0 

ccggcgggcg cccccgggcc cccgcgcgcg ccccggcctc egggagactg 120 

cggagcgccc ctcgggccgc cgccgctcct gcccgggccc ctgetgctgc 180 

tgcgcctgct gccccaactc ggcgcccgac tcacaaagaa acatcatgtt 240 

caggcaaacg acttttctcc tcgcctcctc gccccgc atg ttc agg 296 

Met Phe Arg 
1 



acc aaa cga tct gcg etc gtc egg cgt etc tgg agg age cgt gcg ccc 
Thr Lys Arg Ser Ala Leu Val Arg Arg Leu Trp Arg Ser Arg Ala Pro 
5 10 15 



344 



99 c 99 c 9 a 9 9 a c gag gag gag ggc gca ggg gga ggt gga gga gga ggc 
Gly Gly Glu Asp Glu Glu Glu Gly Ala Gly Gly Gly Gly Gly Gly Gly 
20 25 30 35 



392 



gag ctg egg gga gaa ggg gcg acg gac age cga gcg cat ggg gee ggt 
Glu Leu Arg Gly Glu Gly Ala Thr Asp Ser Arg Ala His Gly Ala Gly 
40 45 50 



440 



ggc ggc ggc ccg ggc agg get gga tgc tgc ctg ggc aag gcg gtg cga 
Gly Gly Gly Pro Gly Arg Ala Gly Cys Cys Leu Gly Lys Ala Val Arg 
55 60 65 



488 
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p 



ggt gcc aaa ggt cac cac cat ccc cac ccg cca gcc gcg ggc gcc ggc 536 

Gly Ala Lys Gly His His His Pro His Pro Pro Ala Ala Gly Ala Gly 
70 75 80 

gcg gcc ggg ggc gcc gag gcg gat ctg aag gcg etc acg cac teg gtg 584 

Ala Ala Gly Gly Ala Glu Ala Asp Leu Lys Ala Leu Thr His Ser Val 
85 90 95 

etc aag aaa ctg aag gag egg cag ctg gag ctg ctg etc cag gcc gtg 632 

Leu Lys Lys Leu Lys Glu Arg Gin Leu Glu Leu Leu Leu Gin Ala Val 

100 105 110 115 

gag tec cgc ggc ggg acg cgc ace gcg tgc etc ctg ctg ccc ggc cgc 680 

Glu Ser Arg Gly Gly Thr Arg Thr Ala Cys Leu Leu Leu Pro Gly Arg 
120 125 130 

ctg gac tgc agg ctg ggc ccg ggg gcg ccc gcc ggc gcg cag cct gcg 72 8 

Leu Asp Cys Arg Leu Gly Pro Gly Ala Pro Ala Gly Ala Gin Pro Ala 
135 140 145 

cag ccg ccc teg tec tac teg etc ccc etc ctg ctg tgc aaa gtg ttc 776 

Gin Pro Pro Ser Ser Tyr Ser Leu Pro Leu Leu Leu Cys Lys Val Phe 
150 155 160 

agg tgg ccg gat etc agg cat tec teg gaa gtc aag agg ctg tgt tgc 824 

Arg Trp Pro Asp Leu Arg His Ser Ser Glu Val Lys Arg T jeu Cys Cys 
165 170 175 

tgt gaa tct tac ggg aag ate aac ccc gag ctg gtg tgc tgc aac ccc 872 

Cys Glu Ser Tyr Gly Lys lie Asn Pro Glu Leu Val Cys Cys Asn Pro 

180 185 190 195 

cat cac ctt age cga etc tgc gaa eta gag tct ccc ccc cct cct tac 920 

His His Leu Ser Arg Leu Cys Glu Leu Glu Ser Pro Pro Pro Pro Tyr 
200 205 210 

tec aga tac ccg atg gat ttt etc aaa cca act gca gac tgt cca gat 968 

Ser Arg Tyr Pro Met Asp Phe Leu Lys Pro Thr Ala Asp Cys Pro Asp 
215 220 225 

get gtg cct tec tec get gaa aca ggg gga acg aat tat ctg gcc cct 1016 

Ala Val Pro Ser Ser Ala Glu Thr Gly Gly Thr Asn Tyr Leu Ala Pro 
230 235 240 

ggg ggg ctt tea gat tec caa ctt ctt ctg gag cct ggg gat egg tea 1064 

Gly Gly Leu Ser Asp Ser Gin Leu Leu Leu Glu Pro Gly Asp Arg Ser 
245 250 255 

cac tgg tgc gtg gtg gca tac tgg gag gag aag acg aga gtg ggg agg 1112 

His Trp Cys Val Val Ala Tyr Trp Glu Glu Lys Thr Arg Val Gly Arg 

260 265 270 275 

etc tac tgt gtc cag gag ccc tct ctg gat ate ttc tat gat eta cct 1160 

Leu Tyr Cys Val Gin Glu Pro Ser Leu Asp lie Phe Tyr Asp Leu Pro 
280 285 290 

cag ggg aat ggc ttt tgc etc gga cag etc aat teg gac aac aag agt 1208 

Gin Gly Asn Gly Phe Cys Leu Gly Gin Leu Asn Ser Asp Asn Lys Ser 



295 



300 



305 



cag ctg gtg cag aag gtg egg age aaa ate ggc tgc ggc ate cag ctg 
Gin Leu Val Gin Lys Val Arg Ser Lys lie Gly Cys Gly He Gin Leu 
310 315 320 



1256 



acg egg gag gtg gat ggt gtg tgg gtg tac aac cgc age agt tac ccc 
Thr Arg Glu Val Asp Gly Val Trp Val Tyr Asn Arg Ser Ser Tyr Pro 
325 330 335 



1304 



ate ttc ate aag tec gec aca ctg gac aac ccg gac tec agg acg ctg 
He Phe He Lys Ser Ala Thr Leu Asp Asn Pro Asp Ser Arg Thr Leu 
340 345 350 355 



1352 



ft 

a 

y : 



ttg gta cac aag gtg ttc ccc ggt ttc tec ate aag get ttc gac tac 
Leu Val His Lys Val Phe Pro Gly Phe Ser He Lys Ala Phe Asp Tyr 
360 365 370 

gag aag gcg tac age ctg cag egg ccc aat gac cac gag ttt atg cag 
Glu Lys Ala Tyr Ser Leu Gin Arg Pro Asn Asp His Glu Phe Met Gin 
375 380 385 



1400 



1448 



cag ccg tgg acg ggc ttt ace gtg cag ate age ttt gtg aag ggc tgg 
Gin Pro Trp Thr Gly Phe Thr Val Gin He Ser Phe Val Lys Gly Trp 
390 395 400 



1496 



ru 
5 

yy 
a 



ggt cag tgc tac ace cgc cag ttc ate age age tgc ccg tgc tgg eta 
Gly Gin Cys Tyr Thr Arg Gin Phe He Ser Ser Cys Pro Cys Trp Leu 
405 410 415 

gag gtc ate ttc aac age egg tagecgegtg eggaggggae agagegtgag 
Glu Val He Phe Asn Ser Arg 
420 425 



1544 



1595 



ctgagcaggc 
ttcatgcaaa 
ctcgtttgtg 
gggttttttt 
agcagaaatc 
gtcaggagtg 
agatggggag 
tttgeagtec 
tacctgggca 
gcctgggaaa 
tctgagcagc 
tcccttcctg 
tctccctgag 
cagtgccctc 
acttagaaaa 
gccagcaagc 
ggatttggtc 
ttcttctaca 
gtttagactt 
attctcattg 
cctgagattt 
taaatataaa 
gaaaaataaa 
aaaaaagata 



cacacttcaa 
ctctttggtc 
ttctgttttg 
ggaagaaggg 
caagcaccac 
tgtgtgagtg 
acaaegtget 
caagcggtgt 
agetggegge 
gcccctgccc 
gagectgeta 
ccagcccctg 
atgggcttcc 
tcccctcagc 
ccagctcagc 
ggggatgtcc 
cgtcataacc 
actcatacac 
taacataagc 
gaaatttagc 
attaaagaaa 
gaegttttat 
gaaaagatgc 
aacacaagat 



actactttgc 
gttttttttt 
tttegctett 
gcaggtatga 
caaacacagt 
tgagtgtgcg 
ctttgttttg 
ctctcctgcc 
tggggtccca 
ctcctctccc 
gtggccgaac 
ccattgtagc 
caagggctgc 
ctctcccctg 
actgcctgct 
ctgggaggga 
caaggtacca 
tegtatgata 
tatttttcta 
attgtagtgc 
aaaatgtatt 
aagcatcatt 
actttgettt 
tggtgttttt 



tgctaatatt 
tgtttgttgg 
tgagaaatag 
teggcaggae 
gtatgaaggg 
gctgtgtgtg 
tgtctcttat 
ccttggacac 
gcagctgcca 
tcatcaagga 
cagaaccaat 
gtctttcttt 
cggggcagcc 
cctgccctgg 
cccatcctgt 
catgettage 
tcctaggctg 
cttcgacact 
actacaaagg 
tttgagagag 
ttatgttata 
atttatgtat 
aatataaatg 
tcctatgggt 



ttcctcctga 
ttggttttct 
cttatgaaaa 
accctgatag 
gggeggtcat 
cacgcgtgtg 
ggatgtcccc 
gctcagtggg 
ggagcaegge 
cacgggcctg 
tattttcatc 
tttggccatc 
ccctcacagt 
tgacatcagg 
gtgttaagct 
agtccccttc 
acacctaact 
gttcttagct 
tttaaatgaa 
aaaggactcc 
tataaatata 
tgtgcaatgt 
caaataacaa 
gttatcacct 



gtgettgett 
tcttctcgtc 
gaattgttgg 
gaagagggga 
catttcactt 
caggagegge 
agcagagagg 
gcagaggcag 
tctgtcccca 
tccacaggct 
cttgtcttat 
tgctcctgga 
attgctcacc 
tttttccegg 
ctgetattag 
cctccaagaa 
cttctttcat 
caatgagcat 
caagagaagc 
tgaaaaaaaa 
ttattacttg 
gtataaacaa 
atgecaaatt 
agctgaatgt 



1655 
1715 
1775 
1835 
1895 
1955 
2015 
2075 
2135 
2195 
2255 
2315 
2375 
2435 
2495 
2555 
2615 
2675 
2735 
2795 
2855 
2915 
2975 
3035 
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ttttctaaag gagtttatgt tccattaaac gatttttaaa atgtacactt gaaaaaaaaa 3095 
aaaaaaaa 3103 



<210> 3 

<211> 1393 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90) . . . (938) 

<400> 3 

ggcacgaggt tgccctggcg gagcagagac aggccctcgg ggtggaggtc tttggtttca 60 
taagagcctg agagagattt ttctaagat atg tgt aac aca cca acg tac tgt 113 

Met Cys Asn Thr Pro Thr Tyr Cys 

S 1 5 

y gac eta gga aag get get aag gat gtc ttc aac aaa gga tat ggc ttt 161 

Asp Leu Gly Lys Ala Ala Lys Asp Val Phe Asn Lys Gly Tyr Gly Phe 

SI 10 15 20 

S! 

42 ggc atg gtc aag ata gac ctg aaa ace aag tct tgt agt gga gtg gaa 209 

y ; Gly Met Val Lys lie Asp Leu Lys Thr Lys Ser Cys Ser Gly Val Glu 

\ 25 30 35 40 

Q 

=21 ttt tct act tct ggt cat get tac act gat aca ggg aaa gca tea ggc 257 

LZ? Phe Ser Thr Ser Gly His Ala Tyr Thr Asp Thr Gly Lys Ala Ser Gly 
y 45 50 55 

O aac eta gaa acc aaa tat aag gtc tgt aac tat gga ctt acc ttc ace 305 

fU Asn Leu Glu Thr Lys Tyr Lys Val Cys Asn Tyr Gly Leu Thr Phe Thr 

60 65 70 

cag aaa tgg aac aca gac aat act eta ggg aca gaa ate tct tgg gag 3 53 

Gin Lys Trp Asn Thr Asp Asn Thr Leu Gly Thr Glu lie Ser Trp Glu 
75 80 85 

aat aag ttg get gaa ggg ttg aaa ctg act ctt gat acc ata ttt gta 401 
Asn Lys Leu Ala Glu Gly Leu Lys Leu Thr Leu Asp Thr lie Phe Val 
90 95 100 

ccg aac aca gga aag aag agt ggg aaa ttg aag gee tec tat aaa egg 44 9 

Pro Asn Thr Gly Lys Lys Ser Gly Lys Leu Lys Ala Ser Tyr Lys Arg 
105 110 115 120 

gat tgt ttt agt gtt ggc agt aat gtt gat ata gat ttt tct gga cca 497 
Asp Cys Phe Ser Val Gly Ser Asn Val Asp lie Asp Phe Ser Gly Pro 
125 130 135 

acc ate tat ggc tgg get gtg ttg gee ttc gaa ggg tgg ctt get ggc 545 
Thr lie Tyr Gly Trp Ala Val Leu Ala Phe Glu Gly Trp Leu Ala Gly 
140 145 150 

tat cag atg agt ttt gac aca gee aaa tec aaa ctg tea cag aat aat 593 
Tyr Gin Met Ser Phe Asp Thr Ala Lys Ser Lys Leu Ser Gin Asn Asn 
155 160 165 
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ttc gcc ctg ggt tac aag get gcg gac ttc cag ctg cac aca cat gtg 
Phe Ala Leu Gly Tyr Lys Ala Ala Asp Phe Gin Leu His Thr His Val 
170 175 180 



641 



Q 



ru 



aac gat ggc act gaa ttt gga ggt tct ate tac cag aag gtg aat gag 689 

Asn Asp Gly Thr Glu Phe Gly Gly Ser lie Tyr Gin Lys Val Asn Glu 
185 190 195 200 

aag att gaa aca tec ata aac ctt get tgg aca get ggg agt aac aac 737 

Lys lie Glu Thr Ser lie Asn Leu Ala Trp Thr Ala Gly Ser Asn Asn 
205 210 215 

ace cgt ttt ggc att get get aag tac atg ctg gat tgt aga act tct 785 

Thr Arg Phe Gly lie Ala Ala Lys Tyr Met Leu Asp Cys Arg Thr Ser 
220 225 230 

etc tct get aaa gta aat aat gcc age ctg att gga ctg ggt tat act 833 

Leu Ser Ala Lys Val Asn Asn Ala Ser Leu lie Gly Leu Gly Tyr Thr 
235 240 245 

cag acc ctt cga cca gga gtc aaa ttg act tta tea get tta ate gat 881 

Gin Thr Leu Arg Pro Gly Val Lys Leu Thr Leu Ser Ala Leu lie Asp 

250 255 260 

ggg aag aac ttc agt gca gga ggt cac aag gtt ggc ttg gga ttt gaa 929 

Gly Lys Asn Phe Ser Ala Gly Gly His Lys Val Gly Leu Gly Phe Glu 
265 270 275 280 



U ctg gaa get taatgtggtt tgaggaaagc atcagatttg tccctggaag 978 

pi L ^u Glu Ala 



tgaagagaaa tgaacccact atgttttggc cttaaaattc ttctgtgaaa tttcaaaagt 1038 

gtgaactttt tattcttcca aagaattgta atcctcccca cactgaagtc taggggttgc 1098 

gaatccctcc tgagggagac gcttgaaggc atgcctggaa gttgtcatgt ttgtgccacg 1158 

tttcagttca gttctgaagt gttattaaat gtgttcctca gcgacagtgt agegtcatgt 1218 

tagaggagac gatctgaccc accagtttgt acatcacgtc ctgcatgtcc cacaccattt 1278 

tttcatgacc ttgtaatata ctggtctctg tgctatagtg gaatctttgg ttttgeatea 1338 

tagtaaaata aaataaaccc atcacatttg gaacataaaa aaaaaaaaaa aaaaa 1393 

<210> 4 
<211> 1036 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (543) 

<221> misc_f eature 
<222> (1) . . . (1036) 
<223> n = A,T,C or G 

<400> 4 

acg age eta gcc ctg gtg etc aac ctg ctg cag ate cag agg aat gtc 48 
Thr Ser Leu Ala Leu Val Leu Asn Leu Leu Gin lie Gin Arg Asn Val 
15 10 15 
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<220> 

<221> CDS 

<222> (1) . . . (468) 

<400> 5 

atg tgt cac tct cgc age tgc cac ccg acc atg acc ate ctg cag gec 

Met Cys His Ser Arg Ser Cys His Pro Thr Met Thr lie Leu Gin Ala 
15 10 15 

ccg acc ccg gec ccc tec acc ate ccg gga ccc egg egg ggc tec ggt 
Pro Thr Pro Ala Pro Ser Thr lie Pro Gly Pro Arg Arg Gly Ser Gly 
20 25 30 

cct gag ate ttc acc ttc gac cct etc ccg gag ccc gca gcg gee cct 
Pro Glu lie Phe Thr Phe Asp Pro Leu Pro Glu Pro Ala Ala Ala Pro 
35 40 45 

gee ggg cgc ccc age gee tct cgc ggg cac cga aag cgc age cgc agg 
Ala Gly Arg Pro Ser Ala Ser Arg Gly His Arg Lys Arg Ser Arg Arg 
50 55 60 

gtt etc tac cct cga gtg gtc egg cgc cag ctg cca gtc gag gaa ccg 
Val Leu Tyr Pro Arg Val Val Arg Arg Gin Leu Pro Val Glu Glu Pro 
65 70 75 80 

aac cca gec aaa agg ctt etc ttt ctg ctg etc acc ate gtc ttc tgc 
Asn Pro Ala Lys Arg Leu Leu Phe Leu Leu Leu Thr lie Val Phe Cys 
85 90 95 

cag ate ctg atg get gaa gag ggt gtg ccg gcg ccc ctg cct cca gag 
Gin lie Leu Met Ala Glu Glu Gly Val Pro Ala Pro Leu Pro Pro Glu 
100 105 110 

gac gee cct aac gee gca tec ctg gcg ccc acc cct gtg tec ccc gtc 
Asp Ala Pro Asn Ala Ala Ser Leu Ala Pro Thr Pro Val Ser Pro Val 
115 120 125 

etc gag ccc ttt aat ctg act teg gag ccc teg gac tac get ctg gac 
Leu Glu Pro Phe Asn Leu Thr Ser Glu Pro Ser Asp Tyr Ala Leu Asp 
130 135 140 

etc age act ttc etc cag caa cac ccg gee gee ttc taactgtgac 
Leu Ser Thr Phe Leu Gin Gin His Pro Ala Ala Phe 
145 150 155 

tccccgcact ccccaaaaag aatccgaaaa accacaaaga aacaccaggc gtacctggtg 
cgcgagagcg tatccccaac tgggacttcc gaggcaactt gaactcagaa cactacagcg 
gagacgccac ccggtgcttg aggegggace gaggegcaca gagaccgagg cgcatagaga 
ccgaggcaca gcccagctgg ggctaggccc ggtgggaagg agagegtegt taatttattt 
ettattgetc ctaattaata tttatatgta tttatgtacg tcctcctagg tgatggagat 
gtgtacgtaa tatttatttt aacttatgea agggtgtgag atgttccctc tgctgtaaat 
gcaggtctct tggtatttat tgagctttgt gggactggtg gaagcaggac acctggaact 
gcggcaaagt aggagaagaa atggggagga ctcgggtggg ggaggacgtc ccggctggga 
tgaagtctgg tggtgggtcg taagtttagg aggtgactgc atcctccagc atctcaactc 
cgtctgtcta ctgtgtgaga etteggegga ccattaggaa tgagatccgt gagatccttc 
catcttcttg aagtegcett tagggtggct gcgaggtaga gggttggggg ttggtgggct 
gtcaeggage gactgtcgag ategectagt atgttctgtg aacacaaata aaattgattt 
actgtcaaaa aaaaaaaaaa aaaactcgag 
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<210> 6 
<211> 3084 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (1032) 



(1736) 



<400> 6 

gaattcggca 

agtcttcagg 

gcccctcttt 

caagatgctg 

ggcactggga 

ggctaagtac 

gcactggccc 

tcctcaggct 

ttctttctct 

tcctgttaaa 

actaagacaa 

ttctgacctt 

ggtaatgccc 

gctgattgtt 

aacccaaatg 

aatatcattc 

gaacttcgat 

tatgaaatga 



cgaggmcagg agctcctttw 
ttctgggggc aggaaggacg 
gggagggggg aaacttggca 
agctggaaag atgggggtgt 
gaggctgtga actcttttct 
cccctggggg ctaaccagag 
ctggctgact gctcttctgc 
ggatgtccaa gggggttgga 
ccctaccagg tccacttctt 
gtttagagca aattggttat 
cttctaagag gggagtggac 
tggtctcacc caccaagtgt 
tggggctcca ccagtccaga 
acccagtagt gttgatagca 
tccattagct gataaatgga 
acccatgaaa aagaacgaag 
gactttgtgc cacatgaaag 
a atg tec aga atg ggc 
Met Ser Arg Met Gly 
1 5 



ctgcgtctcc 
ggcactcagg 
accegggagg 
aaggtaatgt 
ggctttagaa 
geatgectgg 
aggaagttgg 
gtttctgatg 
tcagaggggc 
tattttaaaa 
agagggectg 
cccacctgag 
tccacagggc 
cattattcat 
taaatgaaat 
tccagcacca 
aagaagccag 
aaa ccc ata 
Lys Pro lie 



catcatgggg cttagggttg 
aggccccctc cccatccaca 
catgtggatc ttttcctaag 
cccaaactga aactttgeca 
tttaggtcta gatcccaaaa 
gctgagctga accttctggt 
aggagattcc tgaagttgat 
tctttctgtc tccctctctt 
ctgcggtgct ctaaaagttc 
tcaataaaac ttttaaaagt 
gtggcagctc acagtttctt 
tgcccacctt gcccacctga 
gcarccatgt gggagtggcg 
aacagecaaa gagaggaagc 
atggtacgtc cgaagaatgg 
aaacgtgcta caacatggat 
ccacaaaagg ccatatattg 
gag aca caa aaa tct 
Glu Thr Gin Lys Ser 
10 



ccg cca cct ccc tac tct egg ctg tct cct cgc gac gag tac aag cca 
Pro Pro Pro Pro Tyr Ser Arg Leu Ser Pro Arg Asp Glu Tyr Lys Pro 
15 20 25 

ctg gat ctg tec gat tec aca ttg tct tac act gaa acg gag get ace 
Leu Asp Leu Ser Asp Ser Thr Leu Ser Tyr Thr Glu Thr Glu Ala Thr 
30 35 40 45 

aac tec etc ate act get ccg ggt gaa ttc tea gac gec age atg tct 
Asn Ser Leu lie Thr Ala Pro Gly Glu Phe Ser Asp Ala Ser Met Ser 
50 55 60 

ccg gac gee acc aag ccg age cac tgg tgc age gtg gcg tac tgg gag 
Pro Asp Ala Thr Lys Pro Ser His Trp Cys Ser Val Ala Tyr Trp Glu 
65 70 75 

cac egg acg cgc gtg ggc cgc etc tat gcg gtg tac gac cag gec gtc 
His Arg Thr Arg Val Gly Arg Leu Tyr Ala Val Tyr Asp Gin Ala Val 
80 85 90 



age ate ttc tac gac eta cct cag ggc age ggc ttc tgc ctg ggc cag 
Ser lie Phe Tyr Asp Leu Pro Gin Gly Ser Gly Phe Cys Leu Gly Gin 
95 100 105 



etc aac ctg gag cag cgc age gag teg gtg egg cga acg cgc age aag 
Leu Asn Leu Glu Gin Arg Ser Glu Ser Val Arg Arg Thr Arg Ser Lys 
110 115 120 125 



ate ggc ttc ggc ate ctg etc age aag gag ccc gac ggc gtg tgg gee 
lie Gly Phe Gly lie Leu Leu Ser Lys Glu Pro Asp Gly Val Trp Ala 
130 135 140 



1454 



tac aac cgc ggc gag cac ccc ate ttc gtc aac tec ccg acg ctg gac 
Tyr Asn Arg Gly Glu His Pro lie Phe Val Asn Ser Pro Thr Leu Asp 
145 150 155 



1502 



gcg ccc ggc ggc cgc gee ctg gtc gtg cgc aag gtg ccc ccc ggc tac 
Ala Pro Gly Gly Arg Ala Leu Val Val Arg Lys Val Pro Pro Gly Tyr 
160 165 170 



1550 



tec ate aag gtg ttc gac ttc gag cgc teg ggc ctg cag cac gcg ccc 
Ser lie Lys Val Phe Asp Phe Glu Arg Ser Gly Leu Gin His Ala Pro 
175 180 185 



1598 



gag ccc gac gee gee gac ggc ccc tac gac ccc aac age gtc cgc ate 
Glu Pro Asp Ala Ala Asp Gly Pro Tyr Asp Pro Asn Ser Val Arg lie 
190 195 200 205 



1646 



age ttc gee aag ggc tgg ggg ccc tgc tac tec egg cag ttc ate acc 
Ser Phe Ala Lys Gly Trp Gly Pro Cys Tyr Ser Arg Gin Phe lie Thr 
210 215 220 



1694 



tec tgc ccc tgc tgg ctg gag ate etc etc aac aac ccc aga 
Ser Cys Pro Cys Trp Leu Glu lie Leu Leu Asn Asn Pro Arg 
225 230 235 



1736 



fy 



tagtggcggc 
tcgagagggg 
tacctagatt 
atggagtcat 
acaagaaaga 
ctccttcctc 
gtggaaaagc 
ataccagtca 
tacaaagagg 
gacctcagtt 
aaagtcacat 
ctatggggtg 
atcctggaca 
aggtccatga 
attttgtgga 
ttgcagagaa 
ccccccagcc 
aaaggcagat 
atgatttget 
catatcatta 
ataactaaga 
aagtgctctg 
aaaaaaaaaa 



cccggcggga 
ccgatgccca 
taatataaag 
ttttacaatg 
cgcactttgg 
ttccttactt 
ctgggtttgg 
ctcgataata 
ggcaggtagg 
ttcaagtttt 
ttactcttaa 
tccagtggat 
agctcttcca 
cccccatctt 
aatggcctgg 
ccatctcgag 
aaaaatagct 
ggtttatttc 
catgagacaa 
gatcagcttt 
ggaatgtttc 
agaagtcctg 
aaaaaaaaaa 



ggggcgggtg 
gagacacagc 
ttttatatat 
taattattta 
cttataattc 
tttatatata 
tgtatggttt 
aagtattege 
gettcagegg 
acttttattg 
gtaaaccaga 
agggatggcg 
gtctgatgga 
tgagttatga 
ggaacaaaga 
ccccgtagat 
cagaatctgc 
tactttgtaa 
aatcaaggtt 
ctgaagaata 
attgtatatc 
tgtattatct 
aactcgag 



ggaggccgcg 
ccccacggac 
tatatggaaa 
tgtatggtgc 
tttcaataca 
tatataaaga 
ttgagatatt 
attatagttt 
atttctgacc 
gataaagaca 
gaaagttctg 
gtggggaaaa 
ggaggttcat 
gcaagctaaa 
ctgaaatggg 
ctttttagga 
ccatccaggg 
aagggaaaag 
agaagttaca 
ttctccamaa 
ttttttcttg 
ettgetgeat 



gccaccgcca 
aaaacccccc 
tatatattat 
aatgtgtgta 
gatatatttt 
aaatgataca 
aatgeccaga 
tttttaaact 
catcatgtac 
gaacaaattg 
ttgttccttc 
ggagaataca 
gccctagcct 
agaagacact 
ccttgagccc 
cctccacagg 
cttgtattaa 
ttgaggttct 
tggaattgta 
aagaaagtct 
gagatttata 
aataaattat 



cctgccggcc 
agatatcatc 
acttgtaatt 
tatggacaaa 
ctttctcttc 
gcagagctag 
caaaaagcta 
gtcttctttt 
cttgaaactt 
aaaagggagg 
ctgcccatgg 
ctggccattt 
agaaaggece 
atttctcacc 
acctgctacc 
statttccca 
tgatttatgt 
ggaaggataa 
ggaccagagc 
ccttggccag 
ttaacatatt 
ccccamactt 



1796 
1856 
1916 
1976 
2036 
2096 
2156 
2216 
2276 
2336 
2396 
2456 
2516 
2576 
2636 
2696 
2756 
2816 
2876 
2936 
2996 
3056 
3084 



<210> 7 

<211> 570 

<212> PRT 

<213> Homo sapiens 
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<400> 7 



Met 


Pro 


Gly 


Glu 


Thr 


Glu 


Glu 


Pro 


1 








5 








Glu 


Gly 


Gly 


Glu 


Ala 


Ala 


Lys 


Ala 








20 










Pro 


Pro 


Glu 


Ala 


Val 


Ala 


Ala 


Ala 






35 










40 


Val 


Leu 


Arg 


Gly 


Gly 


Arg 


Asp 


Arg 




50 










55 




Ala 


Ala 


Ala 


Val 


Ser 


Arg 


Arg 


Arg 


65 










70 






Arg 


Ser 


Ser 


Pro 


Ser 


Ala 


Arg 


Pro 










85 








Gin 


Ala 


Ala 


Lys 


Ser 


Pro 


Ser 


Pro 








100 










Leu 


Leu 


Cys 


He 


Glu 


Lys 


Val 


Thr 






115 










120 


Lys 


Glu 


Glu 


Glu 


Asp 


Asp 


Ser 


Ala 




130 










135 




Ala 


Ser 


Arg 


Pro 


Ser 


Arg 


Gly 


Trp 


145 










150 






Arg 


His 


Arg 


Asp 


Thr 


Glu 


Asn 


Thr 










165 








Ser 


Leu 


Gin 


Leu 


He 


Cys 


Lys 


Ser 








180 










Tyr 


Asp 


Val 


Gly 


Glu 


Glu 


His 


Gin 






195 










200 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 




210 










215 




Pro 


Phe 


Lys 


Asp 


Asp 


Pro 


Arg 


Asp 


225 










230 






Arg 


Glu 


Thr 


Pro 


Lys 


Pro 


Arg 


Arg 










245 








Lys 


Glu 


Lys 


Lys 


Glu 


He 


Lys 


Val 








260 










Glu 


Glu 


Asn 


Glu 


He 


Arg 


Glu 


Asp 






275 










280 


Arg 


Arg 


Arg 


Lys 


Asp 


Asp 


Lys 


Ser 




290 










295 




Lys 


Pro 


Pro 


He 


Gin 


Tyr 


Val 


Arg 


305 










310 






Val 


Leu 


Ala 


His 


Pro 


Arg 


Tyr 


Leu 










325 








Leu 


Leu 


Lys 


Lys 


Lys 


Tyr 


Val 


Cys 








340 










Phe 


Arg 


Leu 


Gin 


Lys 


Gin 


Leu 


Leu 






355 










360 


Gin 


Arg 


Asp 


Tyr 


He 


Cys 


Glu 


Tyr 




370 










375 




His 


Asn 


Leu 


Ala 


Val 


His 


Arg 


Met 


385 










390 






Gin 


Cys 


Glu 


He 


Cys 


Gly 


Phe 


Thr 










405 








Trp 


His 


Met 


Lys 


Lys 


His 


Asp 


Ala 








420 










Asn 


He 


Cys 


Gly 


Lys 


Lys 


Phe 


Glu 






435 










440 


Lys 


Ala 


Lys 


Ser 


His 


Pro 


Glu 


Val 



Arg 


Pro 


Pro 


Glu 


Gin 


Gin 


Asp 


Gin 




10 










15 




Ala 


Pro 


Glu 


Glu 


Pro 


Gin 


Gin 


Arg 


25 










30 






Pro 


Ala 


Gly 


Thr 


Thr 


Ser 


Ser 


Arg 










45 








Gly 


Arg 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 








60 










Lys 


Ala 


Glu 


Tyr 


Pro 


Arg 


Arg 


Arg 






75 










80 


Pro 


Asp 


Val 


Pro 


Gly 


Gin 


Gin 


Pro 




90 










95 




Val 


Gin 


Gly 


Lys 


Lys 


Ser 


Pro 


Arg 


105 










110 






Thr 


Asp 


Lys 


Asp 


Pro 


Lys 


Glu 


Glu 










125 








Leu 


Pro 


Gin 


Glu 


Val 


Ser 


He 


Ala 








140 










Arg 


Ser 


Ser 


Arg 


Thr 


Ser 


Val 


Ser 






155 










160 


Arg 


Ser 


Ser 


Arg 


Ser 


Lys 


Thr 


Gly 




170 










175 




Glu 


Pro 


Asn 


Thr 


Asp 


Gin 


Leu 


Asp 


185 










190 






Ser 


Pro 


Gly 


Gly 


He 


Ser 


Gly 


Glu 










205 








Met 


Leu 


He 


Ser 


Glu 


Glu 


Glu 


He 








220 










Glu 


Thr 


Tyr 


Lys 


Pro 


His 


Leu 


Glu 






235 










240 


Lys 


Ser 


Gly 


Lys 


Val 


Lys 


Glu 


Glu 




250 










255 




Glu 


Val 


Glu 


Val 


Glu 


Val 


Lys 


Glu 


265 










270 






Glu 


Glu 


Pro 


Pro 


Arg 


Lys 


Arg 


Gly 










285 








Pro 


Arg 


Leu 


Pro 


Lys 


Arg 


Arg 


Lys 








300 










Cys 


Glu 


Met 


Glu 


Gly 


Cys 


Gly 


Thr 






315 










320 


Gin 


His 


His 


He 


Lys 


Tyr 


Gin 


His 




330 










335 




Pro 


His 


Pro 


Ser 


Cys 


Gly 


Arg 


Leu 


345 










350 






Arg 


His 


Ala 


Lys 


His 


His 


Thr 


Asp 










365 








Cys 


Ala 


Arg 


Ala 


Phe 


Lys 


Ser 


Ser 








380 










He 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Leu 






395 










400 


Cys 


Arg 


Gin 


Lys 


Ala 


Ser 


Leu 


Asn 




410 










415 




Asp 


Ser 


Phe 


Tyr 


Gin 


Phe 


Ser 


Cys 


425 










430 






Lys 


Lys 


Asp 


Ser 


Val 


Val 


Ala 


His 










'445 








Leu 


He 


Ala 


Glu 


Ala 


Leu 


Ala 


Ala 
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450 455 460 

Asn Ala Gly Ala Leu lie Thr Ser Thr Asp lie Leu Gly Thr Asn Pro 
465 470 475 480 

Glu Ser Leu Thr Gin Pro Ser Asp Gly Gin Gly Leu Pro Leu Leu Pro 

485 490 495 

Glu Pro Leu Gly Asn Ser Thr Ser Gly Glu Cys Leu Leu Leu Glu Ala 

500 505 510 

Glu Gly Met Ser Lys Ser Tyr Cys Ser Gly Thr Glu Arg Val Ser Leu 

515 520 525 

Met Ala Asp Gly Lys lie Phe Val Gly Ser Gly Ser Ser Gly Gly Thr 

530 535 540 

Glu Gly Leu Val Met Asn Ser Asp He Leu Gly Ala Thr Thr Glu Val 
545 550 555 560 

Leu He Glu Asp Ser Asp Ser Ala Gly Pro 
565 570 



<210> 8 

<211> 426 

<212> PRT 

<213> Homo sapiens 



<400> 8 



Met 


Phe 


Arg 


Thr 


Lys 


Arg 


Ser 


Ala 


Leu 


Val 


Arg 


Arg 


Leu 


Trp 


Arg 


Ser 


1 








5 










10 










15 




Arg 


Ala 


Pro 


Gly 


Gly 


Glu 


Asp 


Glu 


Glu 


Glu 


Gly Ala 


Gly 


Gly Gly Gly 








20 










25 










30 






Gly 


Gly 


Gly 


Glu 


Leu 


Arg 


Gly 


Glu 


Gly 


Ala 


Thr 


Asp 


Ser 


Arg 


Ala 


His 






35 










40 










45 








Gly 


Ala 


Gly 


Gly 


Gly 


Gly 


Pro 


Gly 


Arg 


Ala 


Gly 


Cys 


Cys 


Leu 


Gly 


Lys 




50 










55 










60 










Ala 


Val 


Arg 


Gly 


Ala 


Lys 


Gly 


His 


His 


His 


Pro 


His 


Pro 


Pro 


Ala 


Ala 


65 










70 










75 










80 


Gly 


Ala 


Gly 


Ala 


Ala 


Gly 


Gly 


Ala 


Glu 


Ala 


Asp 


Leu 


Lys 


Ala 


Leu 


Thr 










85 










90 










95 




His 


Ser 


Val 


Leu 


Lys 


Lys 


Leu 


Lys 


Glu 


Arg 


Gin 


Leu 


Glu 


Leu 


Leu 


Leu 








100 










105 










110 






Gin 


Ala 


Val 


Glu 


Ser 


Arg 


Gly 


Gly 


Thr 


Arg 


Thr 


Ala 


Cys 


Leu 


Leu 


Leu 






115 










120 










125 








Pro 


Gly 


Arg 


Leu 


Asp 


Cys 


Arg 


Leu 


Gly 


Pro 


Gly 


Ala 


Pro 


Ala 


Gly 


Ala 




130 










135 










140 










Gin 


Pro 


Ala 


Gin 


Pro 


Pro 


Ser 


Ser 


Tyr 


Ser 


Leu 


Pro 


Leu 


Leu 


Leu 


Cys 


145 










150 










155 










160 


Lys 


Val 


Phe 


Arg 


Trp 


Pro 


Asp 


Leu 


Arg 


His 


Ser 


Ser 


Glu 


Val 


Lys 


Arg 










165 










170 










175 




Leu 


Cys 


Cys 


Cys 


Glu 


Ser 


Tyr 


Gly 


Lys 


He 


Asn 


Pro 


Glu 


Leu 


Val 


Cys 








180 










185 










190 






Cys 


Asn 


Pro 


His 


His 


Leu 


Ser 


Arg 


Leu 


Cys 


Glu 


Leu 


Glu 


Ser 


Pro 


Pro 






195 










200 










205 








Pro 


Pro 


Tyr 


Ser 


Arg 


Tyr 


Pro 


Met 


Asp 


Phe 


Leu 


Lys 


Pro 


Thr 


Ala 


Asp 




210 










215 










220 










Cys 


Pro 


Asp 


Ala 


Val 


Pro 


Ser 


Ser 


Ala 


Glu 


Thr 


Gly 


Gly 


Thr 


Asn 


Tyr 


225 










230 










235 










240 


Leu 


Ala 


Pro 


Gly 


Gly 


Leu 


Ser 


Asp 


Ser 


Gin 


Leu 


Leu 


Leu 


Glu 


Pro Gly 










245 










250 










255 




Asp 


Arg 


Ser 


His 


Trp 


Cys 


Val 


Val 


Ala 


Tyr 


Trp 


Glu 


Glu 


Lys 


Thr 


Arg 








260 










265 










270 






Val 


Gly 


Arg 


Leu 


Tyr 


Cys 


val 


Gin 


Glu 


Pro 


Ser 


Leu 


Asp 


He 


Phe 


Tyr 






275 










280 










285 
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Asp Leu Pro Gin Gly Asn Gly Phe Cys Leu Gly Gin Leu Asn Ser Asp 

290 295 300 

Asn Lys Ser Gin Leu Val Gin Lys Val Arg Ser Lys lie Gly Cys Gly 
305 310 315 320 

lie Gin Leu Thr Arg Glu Val Asp Gly Val Trp Val Tyr Asn Arg Ser 

325 330 335 

Ser Tyr Pro lie Phe lie Lys Ser Ala Thr Leu Asp Asn Pro Asp Ser 

340 345 350 

Arg Thr Leu Leu Val His Lys Val Phe Pro Gly Phe Ser lie Lys Ala 

355 360 365 

Phe Asp Tyr Glu Lys Ala Tyr Ser Leu Gin Arg Pro Asn Asp His Glu 

370 375 380 

Phe Met Gin Gin Pro Trp Thr Gly Phe Thr Val Gin lie Ser Phe Val 
385 390 395 400 

Lys Gly Trp Gly Gin Cys Tyr Thr Arg Gin Phe lie Ser Ser Cys Pro 
405 410 415 

s = Cys Trp Leu Glu Val lie Phe Asn Ser Arg 

Pj 420 425 

y <210> 9 

<211> 283 
%J <212> PRT 

Hi <213> Homo sapiens 

%& <4 00> 9 

B Met Cys Asn Thr Pro Thr Tyr Cys Asp Leu Gly Lys Ala Ala Lys Asp 

q 1 5 10 15 

JTj Val Phe Asn Lys Gly Tyr Gly Phe Gly Met Val Lys lie Asp Leu Lys 

JJj 20 25 30 

y Thr Lys Ser Cys Ser Gly Val Glu Phe Ser Thr Ser Gly His Ala Tyr 

35 40 45 

Thr Asp Thr Gly Lys Ala Ser Gly Asn Leu Glu Thr Lys Tyr Lys Val 

50 55 60 

Cys Asn Tyr Gly Leu Thr Phe Thr Gin Lys Trp Asn Thr Asp Asn Thr 
65 70 75 80 

Leu Gly Thr Glu lie Ser Trp Glu Asn Lys Leu Ala Glu Gly Leu Lys 

85 90 95 

Leu Thr Leu Asp Thr lie Phe Val Pro Asn Thr Gly Lys Lys Ser Gly 

100 105 110 

Lys Leu Lys Ala Ser Tyr Lys Arg Asp Cys Phe Ser Val Gly Ser Asn 

115 120 125 

Val Asp lie Asp Phe Ser Gly Pro Thr lie Tyr Gly Trp Ala Val Leu 

130 135 140 

Ala Phe Glu Gly Trp Leu Ala Gly Tyr Gin Met Ser Phe Asp Thr Ala 
145 150 155 160 

Lys Ser Lys Leu Ser Gin Asn Asn Phe Ala Leu Gly Tyr Lys Ala Ala 

165 170 175 

Asp Phe Gin Leu His Thr His Val Asn Asp Gly Thr Glu Phe Gly Gly 

180 185 190 

Ser lie Tyr Gin Lys Val Asn Glu Lys lie Glu Thr Ser lie Asn Leu 

195 200 205 

Ala Trp Thr Ala Gly Ser Asn Asn Thr Arg Phe Gly lie Ala Ala Lys 

210 215 220 

Tyr Met Leu Asp Cys Arg Thr Ser Leu Ser Ala Lys Val Asn Asn Ala 
225 230 235 240 

Ser Leu lie Gly Leu Gly Tyr Thr Gin Thr" Leu Arg Pro Gly Val Lys 

245 250 255 

Leu Thr Leu Ser Ala Leu lie Asp Gly Lys Asn Phe Ser Ala Gly Gly 

-15- 



m 



260 265 270 

His Lys Val Gly Leu Gly Phe Glu Leu Glu Ala 
275 280 

<210> 10 

<211> 181 

<212> PRT 

<213> Homo sapiens 



<400> 10 



Thr 


Ser 


Leu 


Ala 


Leu 


Val 


Leu 


Asn 


Leu 


Leu 


Gin 


He 


Gin 


Arg 


Asn 


Val 


1 








5 










10 










15 




Thr 


Leu 


Phe 


Pro 


Glu 


Glu 


Val 


He 


Ala 


Thr 


He 


Phe 


Ser 


Ser 


Ala 


Trp 








20 










25 










30 






Trp 


Val 


Pro 


Pro 


Cys 


Cys 


Gly 


Thr 


Ala 


Ala 


Ala 


Val 


Val 


Gly 


Leu 


Leu 






35 










40 










45 








Tyr 


Pro 


Cys 


lie 


Asp 


Ser 


His 


Leu 


Gly 


Glu 


Pro 


His 


Lys 


Phe 


Lys 


Arg 




50 










55 










60 










Glu 


Trp 


Ala 


Ser 


Val 


Met 


Arg 


Cys 


He 


Ala 


Val 


Phe 


Val 


Gly 


He 


Asn 


65 










70 










75 










80 


His 


Ala 


Ser 


Ala 


Lys 


Leu 


Asp 


Phe 


Ala 


Asn 


Asn 


Val 


Gin 


Leu 


Ser 


Leu 










85 










90 










95 




Thr 


Leu 


Ala 


Ala 


Leu 


Ser 


Leu 


Gly 


Leu 


Trp 


Trp 


Thr 


Phe 


Asp 


Arg 


Ser 








100 










105 










110 






Arg 


Ser 


Gly 


Leu 


Gly 


Leu 


Gly 


He 


Thr 


He 


Ala 


Phe 


Leu 


Ala 


Thr 


Leu 






115 










120 










125 








lie 


Thr 


Gin 


Phe 


Leu 


Val 


Tyr 


Asn 


Gly 


Val 


Tyr 


Gin 


Tyr 


Thr 


Ser 


Pro 




130 










135 










140 










Asp 


Phe 


Leu 


Tyr 


He 


Arg 


Ser 


Trp 


Leu 


Pro 


Cys 


He 


Phe 


Phe 


Ser 


Gly 


145 










150 










155 










160 


Gly 


Val 


Thr 


Val 


Gly 


Asn 


He 


Gly Arg 


Gin 


Leu 


Ala 


Met 


Gly 


Val 


Pro 










165 










170 










175 




Glu 


Lys 


Pro 


His 


Ser 

























180 

<210> 11 

<211> 156 

<212> PRT 

<213> Homo sapiens 



<400> 11 



Met 


Cys 


His 


Ser 


Arg 


Ser 


Cys 


His 


Pro 


Thr 


Met 


Thr 


He 


Leu 


Gin 


Ala 


1 








5 










10 










15 




Pro 


Thr 


Pro 


Ala 


Pro 


Ser 


Thr 


He 


Pro 


Gly 


Pro 


Arg 


Arg 


Gly 


Ser 


Gly 








20 










25 










30 






Pro 


Glu 


He 


Phe 


Thr 


Phe 


Asp 


Pro 


Leu 


Pro 


Glu 


Pro 


Ala 


Ala 


Ala 


Pro 






35 










40 










45 








Ala 


Gly 


Arg 


Pro 


Ser 


Ala 


Ser 


Arg 


Gly 


His 


Arg 


Lys 


Arg 


Ser 


Arg 


Arg 




50 










55 










60 










Val 


Leu 


Tyr 


Pro 


Arg 


Val 


Val 


Arg 


Arg 


Gin 


Leu 


Pro 


Val 


Glu 


Glu 


Pro 


65 










70 










75 










80 


Asn 


Pro 


Ala 


Lys 


Arg 


Leu 


Leu 


Phe 


Leu 


Leu 


Leu 


Thr 


He 


Val 


Phe 


Cys 










85 










90 










95 




Gin 


He 


Leu 


Met 


Ala 


Glu 


Glu 


Gly 


Val 


Pro 


Ala 


Pro 


Leu 


Pro 


Pro 


Glu 








100 










105 










110 






Asp 


Ala 


Pro 


Asn 


Ala 


Ala 


Ser 


Leu 


Ala 


Pro 


Thr 


Pro 


Val 


Ser 


Pro 


Val 






115 










120 










125 








Leu 


Glu 


Pro 


Phe 


Asn 


Leu 


Thr 


Ser 


Glu 


Pro 


Ser 


Asp 


Tyr 


Ala 


Leu 


Asp 
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130 135 140 

Leu Ser Thr Phe Leu Gin Gin His Pro Ala Ala Phe 
145 150 155 



<210> 12 

<211> 235 

<212> PRT 

<213> Homo sapiens 



<400> 12 



Met 


Ser 


Arg 


Met 


Gly 


Lys 


Pro 


He 


Glu 


Thr 


Gin 


Lys 


Ser 


Pro 


Pro 


Pro 


1 








5 










10 










15 




Pro 


Tyr 


Ser 


Arg 


Leu 


Ser 


Pro 


Arg 


Asp 


Glu 


Tyr 


Lys 


Pro 


Leu 


Asp 


Leu 








20 










25 










30 






Ser 


Asp 


Ser 


Thr 


Leu 


Ser 


Tyr 


Thr 


Glu 


Thr 


Glu 


Ala 


Thr 


Asn 


Ser 


Leu 






35 










40 










45 








He 


Thr 


Ala 


Pro 


Gly 


Glu 


Phe 


Ser 


Asp 


Ala 


Ser 


Met 


Ser 


Pro 


Asp 


Ala 




50 










55 










60 










Thr 


Lys 


Pro 


Ser 


His 


Trp 


Cys 


Ser 


Val 


Ala 


Tyr 


Trp 


Glu 


His 


Arg 


Thr 


65 










70 










75 










80 


Arg 


Val 


Gly 


Arg 


Leu 


Tyr 


Ala 


Val 


Tyr 


Asp 


Gin 


Ala 


Val 


Ser 


He 


Phe 










85 










90 










95 




Tyr 


Asp 


Leu 


Pro 


Gin 


Gly 


Ser 


Gly 


Phe 


Cys 


Leu 


Gly 


Gin 


Leu 


Asn 


Leu 








100 










105 










110 






Glu 


Gin 


Arg 


Ser 


Glu 


Ser 


Val 


Arg 


Arg 


Thr 


Arg 


Ser 


Lys 


He 


Gly 


Phe 






115 










120 










125 








Gly 


He 


Leu 


Leu 


Ser 


Lys 


Glu 


Pro 


Asp 


Gly 


Val 


Trp 


Ala 


Tyr 


Asn 


Arg 




130 










135 










140 










Gly 


Glu 


His 


Pro 


He 


Phe 


Val 


Asn 


Ser 


Pro 


Thr 


Leu 


Asp 


Ala 


Pro 


Gly 


145 










150 










155 










160 


Gly 


Arg 


Ala 


Leu 


Val 


Val 


Arg 


Lys 


Val 


Pro 


Pro Gly 


Tyr 


Ser 


He 


Lys 










165 










170 










175 




Val 


Phe 


Asp 


Phe 


Glu 


Arg 


Ser 


Gly 


Leu 


Gin 


His 


Ala 


Pro 


Glu 


Pro 


Asp 








180 










185 










190 






Ala 


Ala 


Asp 


Gly 


Pro 


Tyr 


Asp 


Pro 


Asn 


Ser 


Val 


Arg 


He 


Ser 


Phe 


Ala 






195 










200 










205 








Lys 


Gly 


Trp 


Gly 


Pro 


Cys 


Tyr 


Ser 


Arg 


Gin 


Phe 


He 


Thr 


Ser 


Cys 


Pro 




210 










215 










220 










Cys 


Trp 


Leu 


Glu 


He 


Leu 


Leu 


Asn 


Asn 


Pro 


Arg 












225 










230 










235 













<210> 13 
<211> 12 
<212> DNA 

<213> Homo sapiens 

<400> 13 
tttttttttt tc 

<210> 14 
<211> 10 
<212> DNA 

<213> Homo sapiens 

<400> 14 
gtgaggcgtc 

<210> 15 



-17- 



<211> 10 
<212> DNA 

<213> Homo sapiens 




-18- 



<213> Homo sapiens 




atacaatat atggccttt 



<400> 22 
catttcattt c 

<210> 23 
<211> 35 
<212> DNA 
<213> Homo sapiens 

<400> 23 

catttcattt catacaatat atggcctttt gtggc 

<210> 24 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 24 

ggacatttca tttcatacaa tatatggcct tttgt 

<210> 25 

<211> 29 

<212> DNA 

<213> Homo sapiens 



35 



35 



<400> 25 

ttcatttcat acaatatatg gccttttgt 

<210> 26 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 26 

tcatacaata tatggccttt tgt 

<210> 27 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 27 

aatatatggc cttttgt 

<210> 28 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 28 

catgcggggc gaggagg 

<210> 29 

<211> 23 

<212> DNA 

<213> Homo sapiens 
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# 



in 



<400> 29 

catgcggggc gaggaggcga gga 2 3 

<210> 30 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 30 

catgcggggc gaggaggcga ggagaaaag 2 9 

<210> 31 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 31 

catgcggggc gaggaggcga ggagaaaagt cgttt 3 5 

<210> 32 
<211> 35 
<212> DNA 

<213> Homo sapiens 



M> <400> 32 

* gaacatgcgg ggcgaggagg cgaggagaaa agtcg 3 5 

Q 

fy <210> 33 

g <211> 29 

gj? <212> DNA 

JJ <213> Homo sapiens 



<400> 33 

gcggggcgag gaggcgagga gaaaagtcg 2 9 

<210> 34 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 34 

cgaggaggcg aggagaaaag teg 23 

<210> 35 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 35 

ggegaggaga aaagtcg 17 

<210> 36 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 



-20- 



# 



<222> (1) . . . (20) 
<223> n = A,T,C or G 

<400> 36 

caaagcngnn cngagnaguc 

<210> 37 

<211> 69 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (1) . . . (69) 
<223> n = A,T,C or G 



gguggagccc cagggcauua ccucaaagcn gnncngagna gucgugggca aggugggcac 60 
ucagguggg 



<210> 38 
<211> 60 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (1) . . . (60) 
<223> n = A,T,C or G 



gugucucuau ggguuugccc aaagcngnnc ngagnagucu cuggacauuu cauuucauac 60 

<210> 39 

<211> 76 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (1) . - • (76) 
<223> n = A,T,C or G 



ggcccucucg ccgucgggcu ccuugcugag caaagcngnn cngagnaguc gaugccgaag 
ccgaucuugc ugcgcg 



60 
76 



<210> 40 

<211> 68 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (1) . . . (68) 
<223> n = A,T,C or G 



<400> 40 
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# 



cguuugccug cuaaggagcg aacaaagcng nncngagnag ucgauguuuc uuugugaguc 
gggcgccg 

<210> 41 

<211> 80 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (80) 
<223> n = A,T,C or G 



60 
68 



<400> 41 

cgccggacga gcgcagaucg uuugguccug aacaaagcng nncngagnag uccggggcga 60 
ggaggcgagg agaaaagucg 80 



S3 



L-3 

m 



<210> 42 

<211> 84 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (84) 
<223> n = A,T,C or G 

<400> 42 

ggaguaagga ggggggggag acucuaguuc gcaaagcngn ncngagnagu cagucggcua 
aggugauggg gguugcagca cacc 

<210> 43 

<211> 16 

<212> PRT 

<213 > Homo sapiens 

<400> 43 

Tyr Thr Asp Thr Gly Lys Ala Ser Gly Asn Leu Glu Thr Lys Tyr Lys 
15 10 15 

<210> 44 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Thr Gly Lys Lys Ser Gly Lys Leu Lys Ala Ser Tyr Lys Arg Asp 
15 10 15 



60 
84 



<210> 45 

<211> 1817 

<212> DNA 

<213> Homo sapiens 

<400> 45 

acgaggacga caggctgtgc gcggtctgca cggcgctccg cggcggagct tcatgtgggg 

ctgcgacccg cgcagccggc gcctcgctga gggaacggac ccccggtaac cggagaccgc 

cttccccccc acccctggcg ccaaaggata tcgtatgttc aggtccaaac gctcggggct 



60 
120 
180 



-22- 



ggtgcggcga ctttggcgaa gtcgtgtggt ccccgaccgg gaggaaggcg gcagcggcgg 24 0 

cggcggtggc ggcgacgagg atgggagctt gggcagccga gctgagccgg ccccgcgggc 300 

aagagagggc ggaggctgcg gccgctccga agtccgcccg gtagccccgc ggcggccccg 360 

ggacgcagtg ggacagcgag gcgcccaggg cgcggggagg cgccggcgcg cagggggccc 42 0 

cccgaggccc atgtcggagc caggggccgg cgctgggagc tccctgctgg acgtggcgga 4 80 

gccgggaggc ccgggctggc tgcccgagag tgactgcgag acggtgacct gctgtctctt 540 

ttcggagcgg gacgccgccg gcgcgccccg ggacgccagc gaccccctgg ccggggcggc 600 

cctggagccg gcgggcggcg ggcggagtcg cgaagcgcgc tcgcggctgc tgctgctgga 660 

gcaggaactc aaaaccgtca cgtactcgct gctgaagcgg ctcaaggagc gctcgctgga 720 

cacgctgctg gaggcggtgg agtcccgcgg cggcgtgccg ggcggctgcg tgctggtgcc 780 

gcgcgccgac ctccgcctgg gcggccagcc cgcgccgccg cagctgctgc tcggccgcct 84 0 

ctttcgctgg cccgacctgc agcacgccgt ggagctgaag cccctgtgcg gctgccacag 900 

cttcgccgcc gccgccgacg gccctaccgt gtgctgcaac ccctaccact tcagccggct 960 

ctgcgggccc gaatctccgc cacctcccta ctctcggctg tctcctcgcg acgagtacaa 1020 

gccactggat ctgtccgatt ccacattgtc ttacactgaa acggaggcta ccaactccct 1080 

catcactgct ccgggtgaat tctcagacgc cagcatgtct ccggacgcca ccaagccgag 1140 

ccactggtgc agcgtggcgt actgggagca ccggacgcgc gtgggccgcc tctatgcggt 12 00 

N : gtacgaccag gccgtcagca tcttctacga cctacctcag ggcagcggct tctgcctggg 1260 

Q ccagctcaac ctggagcagc gcagcgagtc ggtgcggcga acgcgcagca agatcggctt 1320 

Q cggcatcctg ctcagcaagg agcccgacgg cgtgtgggcc tacaaccgcg gcgagcaccc 1380 

ff\ catcttcgtc aactccccga cgctggacgc gcccggcggc cgcgccctgg tcgtgcgcaa 144 0 

\| ggtgcccccc ggctactcca tcaaggtgtt cgacttcgag cgctcgggcc tgcagcacgc 1500 

~J gcccgagccc gacgccgccg acggccccta cgaccccaac agcgtccgca tcagcttcgc 1560 

£ caagggctgg gggccctgct actcccggca gttcatcacc tcctgcccct gctggctgga 162 0 

77 gatcctcctc aacaacccca gatagtggcg gccccggcgg gaggggcggg tgggaggccg 1680 

cggccaccgc cacctgccgg cctcgagagg ggccgatgcc cagagacaca gcccccacgg 174 0 

^_ acaaaacccc ccagatatca tctacctaga tttaatataa agttttatat attatatgga 1800 

aaaaaaaaaa aaaaaaa 1817 



ry 

Q <210> 46 

Q3 <211> 496 

Q <212> PRT 

f%\ <213> Homo sapiens 



<400> 46 



Met 


Phe 


Arg 


Ser 


Lys 


Arg 


Ser 


Gly 


Leu 


Val 


Arg 


Arg 


Leu 


Trp 


Arg 


Ser 


1 








5 










10 










15 




Arg 


Val 


Val 


Pro 


Asp 


Arg 


Glu 


Glu 


Gly 


Gly 


Ser 


Gly 


Gly 


Gly 


Gly 


Gly 








20 










25 










30 






Gly 


Asp 


Glu 


Asp 


Gly 


Ser 


Leu 


Gly 


Ser 


Arg 


Ala 


Glu 


Pro 


Ala 


Pro 


Arg 






35 










40 










45 








Ala 


Arg 


Glu 


Gly 


Gly 


Gly 


Cys 


Gly 


Arg 


Ser 


Glu 


Val 


Arg 


Pro 


Val 


Ala 




50 










55 










60 










Pro 


Arg 


Arg 


Pro 


Arg 


Asp 


Ala 


Val 


Gly 


Gin 


Arg 


Gly 


Ala 


Gin 


Gly 


Ala 


65 










70 










75 










80 


Gly 


Arg 


Arg 


Arg 


Arg 


Ala 


Gly 


Gly 


Pro 


Pro 


Arg 


Pro 


Met 


Ser 


Glu 


Pro 










85 










90 










95 




Gly 


Ala 


Gly 


Ala 


Gly 


Ser 


Ser 


Leu 


Leu 


Asp 


Val 


Ala 


Glu 


Pro 


Gly 


Gly 








100 










105 










110 






Pro 


Gly 


Trp 


Leu 


Pro 


Glu 


Ser 


Asp 


Cys 


Glu 


Thr 


Val 


Thr 


Cys 


Cys 


Leu 






115 










120 










125 








Phe 


Ser 


Glu 


Arg 


Asp 


Ala 


Ala 


Gly 


Ala 


Pro 


Arg 


Asp 


Ala 


Ser 


Asp 


Pro 




130 










135 










140 










Leu 


Ala 


Gly 


Ala 


Ala 


Leu 


Glu 


Pro 


Ala 


Gly 


Gly 


Gly 


Arg 


Ser 


Arg 


Glu 


145 










150 










155 










160 


Ala 


Arg 


Ser 


Arg 


Leu 


Leu 


Leu 


Leu 


Glu 


Gin 


Glu 


Leu 


Lys 


Thr 


Val 


Thr 










165 










170 










175 




Tyr 


Ser 


Leu 


Leu 


Lys 


Arg 


Leu 


Lys 


Glu 


Arg 


Ser 


Leu 


Asp 


Thr 


Leu 


Leu 
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« • 



180 185 190 





Glu 


Ala 


Val 
195 


Glu 


Ser 


Arg 


Gly 


Gly 
200 


Val 


Pro 


Gly 


Gly 


Cys 
205 


Val 


Leu 


Val 




Pro 


Arg 


Ala 


Asp 


Leu 


Arg 


Leu 


Gly Gly 


Gin 


Pro 


Ala 


Pro 


Pro 


Gin 


Leu 






210 










215 










220 












Leu 


Leu 


Gly 


Arg 


Leu 


Phe 


Arg 


Trp 


Pro 


Asp 


Leu 


Gin 


His 


Ala 


Val 


Glu 




225 










230 










235 










240 




Leu 


Lys 


Pro 


Leu 


Cys 
245 


Gly 


Cys 


His 


Ser 


Phe 
250 


Ala 


Ala 


Ala 


Ala 


Asp 
255 


Gly 




Pro 


Thr 


Val 


Cys 
260 


Cys 


Asn 


Pro 


Tyr 


His 
265 


Phe 


Ser 


Arg 


Leu 


Cys 
270 


Gly 


Pro 




Glu 


Ser 


Pro 
275 


Pro 


Pro 


Pro 


Tyr 


Ser 
280 


Arg 


Leu 


Ser 


Pro 


Arg 
285 


Asp 


Glu 


Tyr 




Lys 


Pro 
290 


Leu 


Asp 


Leu 


Ser 


Asp 
295 


Ser 


Thr 


Leu 


Ser 


Tyr 
300 


Thr 


Glu 


Thr 


Glu 




Ala 


Thr 


Asn 


Ser 


Leu 


He 


Thr 


Ala 


Pro 


Gly 


Glu 


Phe 


Ser 


Asp 


Ala 


Ser 




305 










310 










315 










320 


Met 


Ser 


Pro 


Asp 


Ala 


Thr 


Lys 


Pro 


Ser 


His 


Trp 


Cys 


Ser 


Val 


Ala 


Tyr 


Q 










325 










330 










335 






Trp 


Glu 


His 


Arg 


Thr 


Arg 


Val 


Gly Arg 


Leu 


Tyr 


Ala 


Val 


Tyr 


Asp 


Gin 


5 








340 










345 










350 






Si 


Ala 


Val 


Ser 


He 


Phe 


Tyr 


Asp 


Leu 


Pro 


Gin 


Gly 


Ser 


Gly 


Phe 


Cys 


Leu 








355 










360 










365 










Gly 


Gin 


Leu 


Asn 


Leu 


Glu 


Gin 


Arg 


Ser 


Glu 


Ser 


Val 


Arg 


Arg 


Thr 


Arg 


SksSs 




370 










375 










380 










Ser 


Lys 


lie 


Gly 


Phe 


Gly 


He 


Leu 


Leu 


Ser 


Lys 


Glu 


Pro 


Asp 


Gly 


Val 




385 










390 










395 










400 


i y 


Trp 


Ala 


Tyr 


Asn 


Arg 
405 


Gly 


Glu 


His 


Pro 


He 
410 


Phe 


Val 


Asn 


Ser 


Pro 
415 


Thr 


Q 


Leu 


Asp 


Ala 


Pro 


Gly 


Gly 


Arg 


Ala 


Leu 


Val 


Val 


Arg 


Lys 


Val 


Pro 


Pro 










420 










425 










430 






Q 

ru 


Gly 


Tyr 


Ser 
435 


He 


Lys 


Val 


Phe 


Asp 
440 


Phe 


Glu 


Arg 


Ser 


Gly 
445 


Leu 


Gin 


His 




Ala 


Pro 
450 


Glu 


Pro 


Asp 


Ala 


Ala 
455 


Asp 


Gly 


Pro 


Tyr 


Asp 
460 


Pro 


Asn 


Ser 


Val 




Arg 


lie 


Ser 


Phe 


Ala 


Lys 


Gly Trp 


Gly 


Pro 


Cys 


Tyr 


Ser 


Arg 


Gin 


Phe 




465 










470 










475 










480 




lie 


Thr 


Ser 


Cys 


Pro 


Cys 


Trp 


Leu 


Glu 


He 


Leu 


Leu 


Asn 


Asn 


Pro 


Arg 



485 490 495 
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